Can Restored Marshes Support Similar Macroinvertebrate Communities to Natural References?
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Assessing a Marsh Creation Project Macroinvertebrate and Plant Communities
One of the goals of saltmarsh restoration projects is to build areas that can Samples were sorted, identified, and counted under a dissecting scope. The samples represent forty taxonomic groups at
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support similar communities to reference marshes. The Lake Hermitage varying levels of !dentlflcatlon. Nematodgs accounted for 80% of all samples and their abundances.w.ere consistent across N Elivigon(m}
. . . ) . L sites. We do not include the nematodes in the data below to better depict the patterns of the remaining groups.
Marsh Creation Project in Plaguemines Parish, Louisiana (map below), o
established two created marshes (areas A and B) in 2015. In 2018, our minsects mworms =mollusks marachnids = crustaceans Arachnids Insects A @ >02
o e . . . 100% Subclass Acari Order Orthoptera A
research team initiated several sampling efforts to determine if these newly- Family Cubinicae Family Bl P
. . . . . 90% dmily Ly Cosidae r [::.‘I' O:E.'Op E!I'E.I
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nearby reference marsh (area C). The results described here focus on _ Family Limyphiidne Orter Homintera -
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macroinvertebrate communities collected on the marsh platform in 2018. . Superfamil Aphicoids N
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Genus Cassidinidea Suborder Auchenorrhyncha Communities varied across sites and distances from the edge. Polygons represent
0% Zﬂﬂ:aﬁg'dae Earﬁgfﬁ?gsgcggae the total composition of five bags at each distance. The shape of the polygon
LHA LHB LHC Class Pauropoda Family Mym;;dae represents the site and its color the elevation in meters. Taxonomic groups most
highly correlated (Pearson’s r>0.7) to the position of the polygons on the nMDS
Relative abundances of broader taxonomic groups are similar across created (LHA and LHB) and reference (LHC) sites. However, plot are displayed as vectors. Polygons representing lower elevations are most
LHA has a higher proportion or arachnids, LHB of insects, and LHC annelids. Total abundances (without nematodes) are 553, similar to each other than polygons representing higher elevations. Note: elevation
2,731 and 2,246 for LHA, B, and C, respectively. does not increase with increasing distance from the marsh edge at these sites.

Objectives
1) To compare the abundance and composition of macroinvertebrate
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“ \ \\ “ “ \\ \‘ ’ ”| ’l | iI Ve or WY TR LA There is a significant, positive association (r=0.697, p=0.006) between vegetation
________ IR T~ MARSH PEAT | Relative abundances of plant species vary across sites and distance from the edge, but no clear pattern emerges. The lowest biomass and macroinvertebrate biodiversity. Note: there was no significant
RIBBED MUSSELS A e diversity (dominated by Spartina alterniflora) can be seen at the marsh edge (1 meter) in LHA and LHB. association between vegetation and macroinvertebrate diversity (r=-0.314, p=0.274).
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Summary and Next Steps
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Samples were collected using nylon mesh bags filled with dried Spartina
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